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3 <110> APPLICANT: KIM, JIN-SOO 

4 SHIN, HYUN-CHUL 

5 KWON, HEUNG-SUN 

7 <120> TITLE OF INVENTION: TRANSDUCIBLE DNA-BINDING PROTEINS 
9 <130> FILE REFERENCE: Q91925 

11 <140> CURRENT APPLICATION NUMBER: 10/559, 806A 

12 <141> CURRENT FILING DATE: 2005-12-08 

14 <150> PRIOR APPLICATION NUMBER: PCT/KR04/01385 

15 <151> PRIOR FILING DATE: 2004-06-10 

17 ^^IZO.. PRIOR APPLICATION NUMBF.^.: 60/477.459 - • ; ^ 

18 <151> PRIOR FILING DATE: 2003-06-10 
20 <160> NUMBER OF SEQ ID NOS : 72 

22 <170> SOFTWARE: Patentin version 3.3 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 11 

26 <212> TYPE: PRT 

27 <213> ORGANISM: Human immunodeficiency virus 

29 <400> SEQUENCE: 1 

30 Tyr Gly Arg Lys Lys Arg Arg Gin Arg Arg Arg 

31 1 5 10 

34 <210> SEQ ID NO: 2 

35 <211> LENGTH: 16 

36 <212> TYPE: PRT 

37 <213> ORGANISM: Drosophila melanogaster 
3 9 <400> SEQUENCE: 2 

40 Ala Lys lie Trp Phe Gin Asn Arg Arg Met Lys Trp Lys Lys Glu Asn 

41 1 5 10 15 

44 <210> SEQ ID NO: 3 

45 <211> LENGTH: 34 

46 <212> TYPE: PRT 

47 <213> ORGANISM: Herpes simplex virus 

49 <400> SEQUENCE: 3 

50 Asp Ala Ala Thr Ala Thr Arg Gly Arg Ser Ala Ala Ser Arg Pro Thr 

51 1 5 10 15 

53 Glu Arg Pro Arg Ala Pro Ala Arg Ser Ala Ser Arg Pro Arg Arg Pro 

54 20 25 30 
56 Val Glu 

60 <210> SEQ ID NO: 4 

61 <211> LENGTH: 12 

62 <212> TYPE: PRT 

63 <213> ORGANISM: Artificial Sequence 

65 <220> FEATURE: 

66 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic peptide 
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68 <400> SEQUENCE: 4 

69 Thr Ser Pro Leu Asn lie His Asn Gly Gin Lys Leu 

70 1 5 10 

73 <210> SEQ ID NO: 5 

74 <211> LENGTH: 26 

75 <212> TYPE: PRT 

76 <213> ORGANISM: Artificial Sequence 

78 <220> FEATURE: 

79 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic peptide 

81 <220> FEATURE: 

82 <221> NAME/KEY: MOD_RES < 

83 <222> LOCATION: (2) . . (6) ^ 

84 <223> OTHER INFORMATION: region may encompass a range. of 2-5 variable amino 

85 acids 

87 <220> FEATURE: 

88 <221> NAME/KEY: MOD_RES 

89 <222> LOCATION: (8) . . (10) 

90 <223> OTHER INFORMATION: variable amino acid 

9? <220> FE»,TURE: - . .-A' , . ' ^V"^ . 

53 <221> NAME/KEY: •MOD_RES ■ - ' 

94 <222> LOCATION: (11) 

95 <223> OTHER INFORMATION: Phe or Tyr 

97 <220> FEATURE: 

98 <221> NAME/KEY: MOD_RES 

99 <222> LOCATION: (12).. (16) 

100 <223> OTHER INFORMATION: variable amino acid 

102 <220> FEATURE: 

103 <221> NAME/KEY: MOD__RES 

104 <222> LOCATION: (17) ^ 

105 <223> OTHER INFORMATION: hydrophobic residue 

107 <220> FEATURE: 

108 <221> NAME/KEY: MOD_RES 

109 <222> LOCATION: (18) . . (19) ^ 

110 <223> OTHER INFORMATION: variable amino acid 

112 <220> FEATURE: 

113 <221> NAME/KEY: MOD_RES 

114 <222> LOCATION: (21) . . (25) 

115 <223> OTHER INFORMATION: region may encompass a range of 3-5 variable amino 

116 acids 

119 <400> SEQUENCE: 5 
W--> 120 Cys Xaa Xaa Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

121 15 10 15 

W--> 123 Xaa Xaa Xaa His Xaa Xaa Xaa Xaa Xaa His 

124 20 25 

127 <210> SEQ ID NO: 6 

128 <211> LENGTH: 26 

129 <212> TYPE: PRT 

130 <213> ORGANISM: Artificial Sequence 
132 <220> FEATURE: 
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<223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic peptide 

<220> FEATURE: 

<221> NAME/KEY: MOD_RES 

<222> LOCATION: (2) . . (6) ^ 

<223> OTHER INFORMATION: region may encompass a range of 2-5 variable amino 

acids 
<220> FEATURE: 
<221> NAME /KEY: MOD_RES 
<222> LOCATION: (8) . . (10) 

<223> OTHER INFORMATION: variable amino acid 
<220> FEATURE: 
<221> NAME/KEY: MOD_RES 
<222> LOCATION: (11) 

<223> OTHER INFORMATION: variable amino acid, frequently aromatic 
<220> FEATURE: 
<221> NAME/KEY: MOD__RES 
<222> LOCATION: (12) 

<22 3> OTHER INFORMATION: variable amino acid 
<220> FEATURE: 
<221> NAME/KEY: MOD_RES 
<222>< LOCATION: (14) 

<223> OTHER INFORMATION: variable amino acid 
<220> FEATURE: 
<221> NAME /KEY: MOD_RES 
<222> LOCATION: (17) 

<223> OTHER INFORMATION: variable amino acid, frequently hydrophobic 
<220> FEATURE: 
<221> NAME/KEY: MOD_RES 
<222> LOCATION: (18) 

<223> OTHER INFORMATION: variable amino acid 
<220> FEATURE: 
<221> NAME/KEY: MOD_RES 

<222> LOCATION: (21) . . (25) <^ 

<223> OTHER INFORMATION: region may encompass a range of 3-5 variable amino 

acids 
<400> SEQUENCE: 6 

Cys Xaa Xaa Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa Xaa Arg Xaa Asp Glu 

15 10 15 

Xaa Xaa Arg His Xaa Xaa Xaa Xaa Xaa His 

20 25 
<210> SEQ ID NO: 7 
<211> LENGTH: 260 
<212> TYPE: PRT 
<213> ORGANISM: Homo sapiens 
<400> SEQUENCE: 7 

Tyr Leu Pro Asp Thr Asp Asp Arg His Arg lie Glu Glu Lys Arg Lys 
15 10 15 

Arg Thr Tyr Glu Thr Phe Lys Ser lie Met Lys Lys Ser Pro Phe Ser 
20 25 30 
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197 Gly Pro Thr Asp Pro Arg Pro Pro Pro Arg Arg lie Ala Val Pro Ser 

198 35 40 45 

200 Arg Ser Ser Ala Ser Val Pro Lys Pro Ala Pro Gin Pro Tyr Pro Phe 

201 50 55 60 

2 03 Thr Ser Ser Leu Ser Thr lie Asn Tyr Asp Glu Phe Pro Thr Met Val 
204 65 70 75 80 

206 Phe Pro Ser Gly Gin lie Ser Gin Ala Ser Ala Leu Ala Pro Ala Pro 

207 85 90 95 

209 Pro Gin Val Leu Pro Gin Ala Pro Ala Pro Ala Pro Ala Pro Ala Met 

210 100 105 110 

212 Val Ser Ala Leu Ala Gin Ala Pro Ala Pro Val Pro Val Leu Ala Pro 

213 115 120 125 

215 Gly Pro Pro Gin Ala Val Ala Pro Pro Ala Pro Lys Pro Thr Gin Ala 

216 130 135 140 

218 Gly Glu Gly Thr Leu Ser Glu Ala Leu Leu Gin Leu Gin Phe Asp Asp 

219 145 150 155 160 

221 Glu Asp Leu Gly Ala Leu Leu Gly Asn Ser Thr Asp Pro Ala Val Phe 

222 165 170 175 

224 Thr A,sp Leu . Ala Ser Val Asp Asn Ser . Glu Phe Gin Gin Leu Leu Asn 

225 ISO 18S 190 

227 Gin Gly lie Pro Val Ala Pro His Thr Thr Glu Pro Met Leu Met Glu 

228 195 200 205 

230 Tyr Pro Glu Ala lie Thr Arg Leu Val Thr Ala Gin Arg Pro Pro Asp 

231 210 215 220 

233 Pro Ala Pro Ala Pro Leu Gly Ala Pro Gly Leu Pro Asn Gly Leu Leu 

234 225 230 235 240 

236 Ser Gly Asp Glu Asp Phe Ser Ser lie Ala Asp Met Asp Phe Ser Ala 

237 245 250 255 

239 Leu Leu Ser Gin 

240 260 

243 <210> SEQ ID NO: 8 

244 <211> LENGTH: 127 

245 <212> TYPE: PRT 

246 <213> ORGANISM: Saccharomyces cerevisiae 

248 <400> SEQUENCE: 8 

249 Asn Phe Asn Gin Ser Gly Asn lie Ala Asp Ser Ser Leu Ser Phe Thr 

250 15 10 15 

252 Phe Thr Asn Ser Ser Asn Gly Pro Asn Leu lie Thr Thr Gin Thr Asn 

253 .20 25 30 

255 Ser Gin Ala Leu Ser Gin Pro lie Ala Ser Ser Asn Val His Asp Asn 

256 35 40 45 

258 Phe Met Asn Asn Glu lie Thr Ala Ser Lys lie Asp Asp Gly Asn Asn 

259 50 55 60 

261 Ser Lys Pro Leu Ser Pro Gly Trp Thr Asp Gin Thr Ala Tyr Asn Ala 

262 65 70 75 80 

264 Phe Gly lie Thr Thr Gly Met Phe Asn Thr Thr Thr Met Asp Asp Val 

265 85 90 95 

267 Tyr Asn Tyr Leu Phe Asp Asp Glu Asp Thr Pro Pro Asn Pro Lys Lys 

268 100 105 110 
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<210> SEQ ID NO 


: 9 




















275 


<211> LENGTH: 90 
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<212> TYPE:- 


PRT 
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<213> ORGANISM: 


Saccharomyces cerevisiae 
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<210> SEQ ID NO 


: 10 




















301 


<211> LENGTH: 63 




















302 


<212> TYPE: 


PRT 






















303 


<213> ORGANISM: 


Homo sapiens 
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<400> SEQUENCE: 


10 




















306 


Val 


Ser Val 
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Glu Asp Val 
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309 


Trp 


Lys Lys 


Leu Asp 


Leu Ser Gin Arg 


Ser 


Leu 


Tyr Arg 


Glu 


Val 


Met 
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Glu Asn 


Tyr 


Ser 


Asn Leu Ala 


Ser 


Met Ala Gly 


Phe 


Leu 


Phe 


Thr 


313 




35 






40 










45 








315 


Lys 


Pro Lys 


Val 


He 


Ser Leu Leu 
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Gin Gly Glu Asp Pro 
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<210> SEQ ID NO 


: 11 
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<211> LENGTH: 96 
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<212> TYPE: 


PRT 
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<213> ORGANISM: 


Homo sapiens 
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11 
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Asp 


Val Phe 


Val 


Asp Phe Thr Arg Glu 
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Asp 


Thr 
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Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:5; Xaa Pos. 2-,«37'4-,-5r6^ 8T97ro /-ri^ l-2-ra3-/14'V^^ 
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L:120 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:5 after pos.:0 

L:123 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 5 after pos.:16 

L:178 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 6 after pos.:0 

L:181 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:6 after pos.:16 

L:466 M:283 W: Missing Blank Line separator, <400> field identifier 

L:595 M:283 W: Missing Blank Line separator, <400> field identifier 

L:724 M:283 W: Missing Blank Line separator, <400> field identifier 

L:853 M:283 W: Missing Blank Line separator, <400> field identifier 

L:982 M:283 W: Missing Blank Line separator, <400> field identifier 
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